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Figure 5A. DNA quality and quantity of truCOLLECT whole blood samples. DNA extracted from 94 truCOLLECT samples showed suitable fragment size and quantity for PCR-free library

preparation. Figure 5B and 5C: DNA sample and temperature stability: DNA quantity and fragment size were maintained across donor samples, storage timepoints and temperature-stability

conditions, supporting room-temperature sample collection and shipping.
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